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Author Correction: Identification 
of loci associated with pathological 
outcomes in Holstein cattle 
infected with Mycobacterium avium 
subsp. paratuberculosis using 
whole‑genome sequence data
Maria Canive, Gerard Badia‑Bringué, Patricia Vázquez, Oscar González‑Recio, 
Almudena Fernández, Joseba M. Garrido, Ramón A. Juste & Marta Alonso‑Hearn

Correction to: Scientific Reports https://​doi.​org/​10.​1038/​s41598-​021-​99672-4, published online 11 October 2021

The Preprint section in the original version of this Article was omitted. The Preprint section now reads:

“This article was submitted to an online preprint archive58.”

As a result Reference 58 was omitted, which is listed below.

58. Canive, M., et al. Host Genetics Underlying Pathological Outcomes to Mycobacterium Avium Subsp. Paratu-
berculosis Infection is Governed by Distinct Genetic Variants. Preprint at https://​doi.​org/​10.​21203/​rs.3.​rs-​668666/​
v1 (2021).

The original Article has been corrected.

Open Access   This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http://​creat​iveco​mmons.​org/​licen​ses/​by/4.​0/.

© The Author(s) 2021

OPEN

https://doi.org/10.1038/s41598-021-99672-4
https://doi.org/10.21203/rs.3.rs-668666/v1
https://doi.org/10.21203/rs.3.rs-668666/v1
http://creativecommons.org/licenses/by/4.0/
http://crossmark.crossref.org/dialog/?doi=10.1038/s41598-021-02009-4&domain=pdf

	Author Correction: Identification of loci associated with pathological outcomes in Holstein cattle infected with Mycobacterium avium subsp. paratuberculosis using whole-genome sequence data

