Supplementary Figure 1. Distribution of ranked probabilities for Cancer Gene Census dominant and recessive cancer genes, Mendelian disease genes and unlabelled genes (the rest of human genes) using different datasets for proto-oncogenes (left) and tumour suppressor gene (right) classifiers.

Supplementary Figure 2. Distribution of ranked probabilities for Cancer Gene Census dominant and recessive cancer genes and unlabelled genes (the rest of human genes) using different datasets for proto-oncogenes (left) and tumour suppressor gene (right) classifiers built with random sets of positive genes.

